Cone photoreceptor progenitors in the developing mammalian retina
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COCO can specify cone restricted fate in retinal

Sox15 is expressed in a subset of early neural retinal
progenitors irrespective of developmental age or

Model of cone photoreceptor lineage specification

progenitors and photoreceptor precursors in vivo
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In the absence of COCO, neural retinal
B progenitors do not display nearly pure cone
enrichment across developmental time

Unspecified Retinal
Progenitor

WNT

Constant COCO exposure causes neural
retinal progenitors from all developmental
ages to adopt a cone restricted fate

A.

Retinal Stem Cell

Acid \</B|V|P
TGFB
- 100-
1007 B E 00
— [ E14
Rod Progenltor
[1E19

Instructive

COCO @ Cone Progenltor

Lineage

Rod Photoreceptor

Cone Photoreceptor

Default
Lineage

% Positive
(&)
<

% Positive
(&)
<

= —«-—~——

— —

_

Q
d
2. /N

| — -

Hypothesis: In the absence of instructive cues from the retinal
environment, neural retinal progenitors assume a default fate of cone
photoreceptor-restricted lineage.

Neural retinal progenitor colonies maintain
the expression of temporal competence
factors

C. Differentiating neural retinal progenitors D
show a reduction in colony size with
increasing developmental age
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COCO, a multifactorial inhibitor of BMP, TGF,
and WNT signaling promotes retinal progenitors
to adopt cone-restricted lineage
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Sox15 may be important for proliferative competency
and/or survival of early and late retinal progenitors
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